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Following undergraduate studies in UC Berkeley, Tan worked as research assistant in
both industry and academic settings for three years. Tan then went on to graduate school and
received his PhD in 2004 from National Taiwan University (Institute of Molecular Medicine),
where he uncovered the interactome of the chromatin remodeling factor FACT and its
regulation of the cell cycle. In his postdoctoral work in the same laboratory of Prof,
Sheng-Chung Lee, and under the support of the Distinguished Postdoctoral Fellowship from
the NHRI, he extended this work to deciphering the link between chromatin and DNA
replication. Tan then joined Chang Gung University in 2007 as a faculty member of the
Department of Biomedical Sciences, and later was promoted to the current post of associate
professor in 2011. His current research is mainly focused on mammalian gene expression
regulation at the epigenetic level and at the RNA level (particularly the process of RNA
editing) — specifically, his group has studied and published on various chromatin and
RNA-binding proteins, and their functional output in the contexts of muscle differentiation
and cancer biology. His studies are based on experimental paradigms such as next-generation
sequencing platforms, cell culture, and mouse genetics, and are funded by grant support from
the MOST and NHRI. Aside from research, Tan’s teaching duties include undergraduate
molecular & cell biology and epigenetics courses.
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